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Omics IT and Data Management Core Facility (ODCF)

Omics IT and Data Management Core Facility (ODCF)

Mathematikon – Berliner Str. 41, 69120 Heidelberg, Germany

General questions & issues regarding data management?        Please contact odcf-service@dkfz.de

Structured data storage
Sequencing data (FASTQ files): For a regular ODCF project your sequencing
metadata is imported into our database, your FASTQ files are transferred to our
filesystems and, if available for the respective sequencing type, your data gets
processed. Your project raw data and the data processed by ODCF will be stored
in a project specific share that is secured by a project specific UNIX Group. You will
only have read permission for that folder. The structure is set up by ODCF. There is
a very strict storage structure for all sequencing projects.

Metadata management
As some metadata is not mandatory during ILSe submission you need to provide it
for data storage at ODCF. After you completed your submission at the GPCF you
will get a link to revise your submitted metadata. Once you finished your
submission, your information will automatically be merged with the technical
metadata provided by the GPCF after sequencing and your data will be registered
in our database.
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User management for projects
User access can be managed by
authorized users (e.g. PI) via our
OTP graphical user interface. The
PI of the project can delegate user
management to selected users that
in turn are able to manage user
access themselves

In addition, an analysis share is provided on the filesystem where
you can store your own project related analysis data. Here you get read and write
permissions and are free to manage the data inside that project specific folder
yourself. Both folders can be accessed via the LSF-cluster and OpenStack-cloud.
There is no possibility to access them via Windows.

For other research data we can offer you to set up a non-sequencing project. 
Only the user access management is currently available for these projects. 
Nevertheless, an analysis share on the filesystem will be created for your project to 
store the data. It is your responsibility to manage and store the data in this folder.

Automated processing of sequencing data
OTP is an automation platform that provides support in all steps of managing
sequencing data including data registration, data transfer from the sequencing
facility to the final storage, execution of data quality monitoring programs,
alignment of reads to the reference genome and variant calling.

Metadata files describing sequences are uploaded into a database, involving
curating steps and manual interventions in case of ambiguities. Based on
complete and consistent information, data management and bioinformatics
workflows are executed with all steps recorded in a database. CPU and I/O
intensive jobs are sent to our high performance computing clusters.

The application provides three major benefits to stakeholders: first, the
automation process reduces the man-power required for data management.
Second, all operations are executed reliably, automatically and faster, reducing
the time until the data can be analyzed by bioinformatics groups in detail. Third,
all information is located in one system with web access and search capabilities.
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Further information
1. All further information is 

available in the odcf guide 
(Intranet only): 
https://odcf-guide.dkfz.de

2. Please feel free to have a 
look at our FAQs: 
https://wiki.odcf.dkfz.de/pu
b/faq
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ODCF in numbers
The ODCF was established on February 2018 and took over the OTP database that is used and developed since 2012.
Currently (01/2020) we manage nearly 500 projects from more than 70 different departments.
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